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Gene interactions and pathways from curated databases and text-mining
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Text-mined interactions from Literome

Minhajuddin  et al., J Immunol 2005
 :
Consistent with these data, we  observed  a more efficient and stable nuclear localization of  RelA/p65  and, subsequently, the DNA binding activity of NF-kappaB by thrombin following  mTOR  inhibition


Wang  et al., J Immunol 2011
(Inflammation) :
As a result,  mTORC1  inhibition  increased  the levels of NF-?B  p65  associated with CREB binding protein





